These are insights into the defense responses of V. planifolia Jacks., providing the basis for INTRODUCTION 52 Throughout evolution, plants have developed multiple defense strategies to cope with 53 pathogens. The first defense line consists of pre-existing physical and chemical barriers, On the other hand, with regard to treatment at 10 dpi, with the DESeq method 812 DEG 139 genes were obtained, while with the EdgeR method 881 DEG genes were obtained, 
148
Based on the results of the Venn diagrams, where the DEG genes are contrasted determined 149 with the different methods tested. We selected the EdgeR method for the subsequent 150 analysis of differentially expressed genes in both treatments; since this method includes the 151 great majority of the gene retrieved with the different methods. From these unigenes, 152 determined by EdgeR, two listings of differentially expressed genes were then obtained: 153 one corresponding to the 2dpi treatment, and the other corresponding to the 10dpi 154 treatment. Supplemental Tables 2 and 3 show a list of the 100 genes with the highest logFC 155 that present annotation, corresponding to treatment 2dpi. While Supplemental tables 5 and 156 6 show a list of the 100 genes with the highest logFC that present annotation, 157 corresponding to treatment 10dpi.
158
As a result of the analysis of ontology and enrichment of differentially expressed genes in 159 the 2dpi treatment, performed in the Agrigo V2 software, in Supplemental Table 1 and in Figure 5 , functional categories can be observed, in terms of gene ontology, to which belong 161 the DEG genes that presented annotation in that treatment.
(TRANSLATIONALLY CONTROLLED TUMOR PROTEIN); TCH2 (TOUCH 2). These 207 genes showed their induction solely at 2pi.
208

DISCUSSION
209
The early response of Vanilla to Fusarium, the RPs and the translational regulation in 210 response to stress 211 In the present work we found 72 transcripts corresponding to ribosomal proteins, which 212 showed a significant increase in their expression patterns, in response to Fusarium infection 213 in vanilla ( Figure 6 ). This increase in expression is only raised at 2dpi, as an early response Here, in the present transcriptome we also found the expression of RPS6, which together 317 with its role in the response to abiotic stress, is also a regulator of translation; therefore, its 2017). Therefore, in some events such as the cellular response to biotic and abiotic stress, the translation can be decreased, whereas the transcription of alternative RPs increases. So, 342 there is a change in the composition of the ribosome in response to stress. 343 In addition, that the PRs, like the S6, participates directly in the translational regulation Fusarium, we also observed the induction of RPL12. This is in addition to the other RPs 363 that showed their induction at 2dpi, it also participates in plant development and 364 translational regulation of the response to biotic stress; It is evident that these proteins are 365 induced as an early response of the plant. Therefore, we report their participation in the 366 plant response to biotic stress. Besides, we propose the role of the translational regulation in 367 the early plant response, this in this case of the vanilla, before the attack of pathogens. 
